91-02.ST25.txt 
SEQUENCE LISTING 



<110> Greenlee, winner and Sullivan, P.C. 
vogel , viola 

<120> Use of Adhesion Molecules as Bond Stress-Enhanced Nanoscale Binding 
Switches 

<130> 91-02 

<150> US 60/392,467 
<151> 2002-06-27 

<160> 16 

<170> Patentin version 3.1 

<210> 1 

<211> 7 

<212> PRT 

<213> Escherichia coli 

<400> 1 

Ala Pro Ala val Asn val Gly 
1 5 

<210> 2 

<211> 14 

<212> PRT 

<213> Escherichia coli 

<400> 2 

Thr Pro val ser ser Ala Gly Gly val Ala lie Lys Ala Gly 
1 5 10 

<210> 3 
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<211> 11 
<212> PRT 

<213> Escherichia coli 



<400> 3 

Ala Asn Asn Asp val val val Pro Thr Gly Gly 
1 5 10 

<210> 4 

<211> 8 

<212> PRT 

<213> Escherichia coli 



<400> 4 

Ala Pro Ala Val 
1 



Asn Val Gly Gin 
5 



<210> 5 

<211> 15 

<212> PRT 

<213> Escherichia coli 



<400> 5 

Thr Pro Val Ser Ser Ala Gly Gly Val Ala lie Lys Ala Gly Ser 
1 5 10 15 

<210> 6 

<211> 8 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Artificial peptide of SEQ ID NO: 4 with an amino acid substitution 

<400> 6 

Ala Pro Ala val Asn val Gly Leu 
1 5 
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<210> 7 
<211> 15 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Artificial peptide of SEQ ID NO: 5 with an amino acid substitution 
<400> 7 

Thr Pro val ser Ser Ala Gly Gly val Ala lie Lys Ala Gly Ala 
1 5 10 15 

<210> 8 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Artificial peptide of SEQ ID NO: 3 with an amino acid substitution 

<400> 8 

Ala Asn Asn Asp pro val val Pro Thr Gly Gly 
1 5 10 

<210> 9 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Artificial peptide of SEQ ID NO: 3 with an amino acid substitution 
<400> 9 

Ala Asn Asn Asp Val Pro Val Pro Thr Gly Gly 
15 10 

<210> 10 
<211> 11 



Page 3 



91-02.ST25.txt 

<212> PRT 

<213> Artificial sequence 



<220> 

<223> Artificial peptide of SEQ ID NO:3 with an amino acid substitution 
<400> 10 

Ala Asn Asn Asp val val Pro Pro Thr Gly Gly 
1 5 10 

<210> 11 

<211> 11 

<212> PRT 

<213> Arti f i ci al sequence 
<220> 

<223> Artificial peptide of SEQ ID NO: 3 with an amino acid substitution 

<400> 11 

Ala Asn Asn Asp Pro Pro val Pro Thr Gly Gly 
1 5 10 

<210> 12 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Artificial peptide of SEQ ID NO: 3 with an amino acid substitution 
<400> 12 

Ala Asn Asn Asp Val Pro Pro Pro Thr Gly Gly 
15 10 

<210> 13 
<211> 11 
<212> PRT 

<213> Artificial Sequence 
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<220> 

<223> Artificial peptide of SEQ ID NO: 3 with an amino acid substitution 
<400> 13 

Ala Asn Asn Asp Pro Pro Pro Pro Thr Gly Gly 
15 10 

<210> 14 
<211> 300 
<212> PRT 

<213> Escherichia coli 
<400> 14 

Met Lys Arg val lie Thr Leu Phe Ala val Leu Leu Met Gly Trp Ser 
15 10 15 

val Asn Ala Trp ser Phe Ala cys Lys Thr Ala Asn Gly Thr Ala lie 
20 25 30 

pro lie Gly Gly Gly Ser Ala Asn val Tyr val Asn Leu Ala Pro Ala 
35 40 45 

val Asn val Gly Gin Asn Leu val val Asp Leu Ser Thr Gin lie Phe 
50 55 60 

Cys His Asn Asp Tyr Pro Glu Thr lie Thr Asp Tyr val Thr Leu Gin 
65 70 75 80 

Arg Gly ser Ala Tyr Gly Gly val Leu ser ser Phe Ser Gly Thr val 
85 90 95 

Lys Tyr Asn Gly Ser Ser Tyr Pro Phe Pro Thr Thr Ser Glu Thr Pro 
100 105 110 

Arg val val Tyr Asn Ser Arg Thr Asp Lys Pro Trp Pro val Ala Leu 
115 120 125 

Tyr Leu Thr Pro Val Ser Ser Ala Gly Gly val Ala lie Lys Ala Gly 
130 135 140 

Ser Leu lie Ala val Leu lie Leu Arg Gin Thr Asn Asn Tyr Asn Ser 
145 150 ~ 155 160 

Asp Asp Phe Gin Phe val Trp Asn lie Tyr Ala Asn Asn Asp val val 
165 170 175 
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val Pro Thr Gly Gly Cys Asp Val Ser Ala Arg Asp val Thr Val Thr 
180 185 190 

Leu Pro Asp Tyr Pro Gly Ser val Pro lie Pro Leu Thr val Tyr Cys 
195 200 205 

Ala Lys Ser Gin Asn Leu Gly Tyr Tyr Leu Ser Gly Thr Thr Ala Asp 
210 215 220 

Ala Gly Asn ser lie Phe Thr Asn Thr Ala ser Phe Ser Pro Ala Gin 
225 230 235 240 

Gly val Gly val Gin Leu Thr Arg Asn Gly Thr lie lie Pro Ala Asn 
245 250 255 

Asn Thr Val Ser Leu Gly Ala Val Gly Thr Ser Ala val Ser Leu Gly 
260 265 270 

Leu Thr Ala Asn Tyr Ala Arg Thr Gly Gly Gin val Thr Ala Gly Asn 
275 280 285 

val Gin ser lie lie Gly val Thr Phe val Tyr Gin 
290 295 300 

<210> 15 

<211> 279 

<212> PRT 

<213> Escherichia coli 



<400> 15 

Phe Ala Cys Lys Thr Ala Asn Gly Thr Ala lie Pro lie Gly Gly Gly 
1 5 10 15 

Ser Ala Asn val Tyr Val Asn Leu Ala Pro Ala val Asn val Gly Gin 
20 25 30 

Asn Leu Val Val Asp Leu Ser Thr Gin lie Phe Cys His Asn Asp Tyr 
35 40 45 

Pro Glu Thr lie Thr Asp Tyr val Thr Leu Gin Arg Gly Ser Ala Tyr 
50 55 60 

Gly Gly val Leu Ser ser Phe Ser Gly Thr val Lys Tyr Asn Gly Ser 
65 70 75 80 

Ser Tyr Pro Phe Pro Thr Thr Ser Glu Thr Pro Arg Val Val Tyr Asn 
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85 90 95 

ser Arg Thr Asp Lys Pro Trp Pro val Ala Leu Tyr Leu Thr Pro val 
100 105 110 

Ser Ser Ala Gly Gly val Ala lie Lys Ala Gly Ser Leu lie Ala val 
115 120 125 

Leu lie Leu Arg Gin Thr Asn Asn Tyr Asn Ser Asp Asp Phe Gin Phe 
130 135 140 

Val Trp Asn lie Tyr Ala Asn Asn Asp Val Val val Pro Thr Gly Gly 
145 150 155 160 

cys Asp val ser Ala Arg Asp val Thr val Thr Leu Pro Asp Tyr Pro 
165 170 175 

Gly Ser Val pro lie Pro Leu Thr val Tyr Cys Ala Lys Ser Gin Asn 
180 185 190 

Leu Gly Tyr Tyr Leu Ser Gly Thr Thr Ala Asp Ala Gly Asn Ser lie 
195 200 205 

Phe Thr Asn Thr Ala Ser Phe Ser Pro Ala Gin Gly val Gly Val Gin 
210 215 220 

Leu Thr Arg Asn Gly Thr lie lie Pro Ala Asn Asn Thr val Ser Leu 
225 230 235 240 

Gly Ala val Gly Thr Ser Ala val Ser Leu Gly Leu Thr Ala Asn Tyr 
245 250 255 

Ala Arg Thr Gly Gly Gin val Thr Ala Gly Asn val Gin Ser lie lie 
260 265 270 

Gly val Thr Phe val Tyr Gin 
275 

<210> 16 

<211> 903 

<212> DNA 

<213> Arti f i ci al Sequence 



<220> 

<223> Artificial DNA sequence of a FimH gene. 
<400> 16 

atgaaacgag ttattaccct gtttgctgta ctgctgatgg gctggtcggt aaatgcctgg 
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tcattcgcct 


gtaaaaccgc 


caatggtacc 


gcaatcccta 


ttggcggtgg 


cagcgccaat 


120 


gtttatgtaa accttgcgcc 


tgccgtgaat 


gtggggcaaa 


acctggtcgt 


agatctttcg 


180 


acgcaaatct 


tttgccataa 


cgattaccca 


gaaaccatta 


cagactatgt 


cacactgcaa 


240 


cgaggttcgg 


cttatggcgg 


cgtgttatct 


agtttttccg 


ggaccgtaaa 


atataatggc 


300 


agtagctatc 


ctttccctac 


taccagcgaa 


acgccgcggg 


ttgtttataa 


ttcgagaacg 


360 


gataagccgt 


ggccggtggc 


gctttatttg 


acgccggtga 


gcagtgcggg 


gggagtggcg 


420 


attaaagctg 


gctcattaat 


tgccgtgctt 


attttgcgac 


agaccaacaa 


ctataacagc 


480 


gatgatttcc 


agtttgtgtg 


gaatatttac 


gccaataatg 


atgtggtggt 


gcccactggc 


540 


ggctgcgatg 


tttctgctcg 


tgatgtcacc 


gttactctgc 


cggactaccc 


tggttcagtg 


600 


ccgattcctc 


ttaccgttta 


ttgtgcgaaa 


agccaaaacc 


tggggtatta 


cctctccggc 


660 


acaaccgcag 


atgcgggcaa 


ctcgattttc 


accaataccg 


cgtcgttttc 


acccgcgcag 


720 


ggcgtcggcg 


tacagttgac 


gcgcaacggt 


acgattattc 


cagcgaataa 


cacggtatcg 


780 


ttaggagcag 


tagggacttc 


ggcggtaagt 


ctgggattaa 


cggcaaatta 


cgcacgtacc 


840 


ggagggcagg 


tgactgcagg 


gaatgtgcaa 


tcgattattg 


gcgtgacttt 


tgtttatcaa 


900 


taa 












903 
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